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RAW SEQUENCE LISTING 12-13-52 
PATENT APPLICATION : US/09/853,03 3 TIME. 12.13.52 

Input Set : A:\65691222.app 
Output Set: N! \CRF3\08142001\l853033.raw 

3 <110> APPLICANT: CHAMBON , PIERRE 

\ <120> TITLE^OF S^SlOH: TRANSGENIC MOUSE FOR TARGETED RECOMBINATION 

7 MEDIATED BY MODIFIED CRE-ER 

9 <130> FILE REFERENCE: 065691/0222 

11 <140> CURRENT APPLICATION NUMBER: 09/853,033 

12 <141> CURRENT FILING DATE: 2001- 05- 11 

14 <150> PRIOR APPLICATION NUMBER: FR 00/12570 

15 <151> PRIOR FILING DATE: 2000-10-03 
17 <160> NUMBER OF SEQ ID NOS : 14 

19 <170> SOFTWARE: Patentln Ver . 2.1 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 1788 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Homo sapiens 
2 6 <220> FEATURE: 

27 <221> NAME/KEY: CDS 

28 <222> LOCATION: (1)..(1788) 

30 <400> SEQUENCE: 1 t t cat 43 

s 2 e r t e 2 sr. - e s js ss s ai» - - - 

5 A/" 

i 2 s o" SJ = S 2 S i = = S S S S 2 

37 20 r^-t-rr aac aac aqc aag 144 

39 

40 He Pro Leu Glu Arg Fro ueu o.^ — - — - ^ 

41 35 rtc aac qcc 192 



ate ccc ctg gag egg ccc ctg ggc gag gtg tac ctg gac age age aag 
lie Pro Leu 111 Arg Pro Leu Gly Glu Val Tyr Leu Asp Ser Ser Lys 

41 I 5 tac ccc qag ggc gec gec tac gag ttc aac gec 

\\ III III HI Z « £ - "y "* To ° lu Phe 
S S S K K = S 2 £ S S = S S £ S i 2 " 
I £ IZ m 2 H K S S 2 E 2 = 5 2 S S 288 

S ttc ccc cc, etc £ a,c ,tj tct cc, jj= cc, =«g «, ct» ct, cac 33* 

56 Phe Pro Pro Leu Asn Ser Val Ser Pro Ser Pro Leu ^ 

57 nta tea cat ttc ctg cag ccc cac ggc cag cag gtg 384 
To Pro Pro Pro Gin Leu Ser Pro Phe Leu Gin Pro His Gly Gin Gin Val 

63 ccc tac tac ctg gag aac gag ccc age ggc tac acg gtg ego gag gec 432 

64 Pro Tyr Tyr Leu Glu Asn Glu Pro Ser Gly Tyr Thr Val Arg 

67 ggc ccg ccg gca ttc tac agg cca aat tea gat aat cga cgc cag ggt 480 
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68 Gly Pro Pro Ala Phe Tyr Arg Pro Aso Ser Asp Asn Arg Arg Gin Gly 

71 s; z n: z in S s ;s £ s ^ ser Met ^ ™ 



69 aaa aga ttg gcc agt acc aat gac aag gga agt atg get atg 528 

gaa aga tty yt. y ^ Met 

72 Gly Arg Glu Arg Leu Ala Ser Thr Asn Asp 

]l aaa tct gcc aag gag act cgc tac tgt gca gtg tgc aat gac tat get 576 
76 Tin Ser Ala Lys 111 Thr Arg Tyr Cys Ala val Cys Asn Asp Tyr Ala 

79 tea gge tac cat tat gga gtc tgg tec tgt gag ggc tgc aag gcc ttc 624 

80 Ser Gly Tyr His Tyr Gly Val Trp Ser Cys Glu Gly Cys Lys Ala Phe 

11 ttc aag aga agt att caa gga eat aac gac tat atg tgt cca gee acc 672 

84 Phe Lys Arg Ser He Gin Gly His Asn Asp Tyr Met 

85 210 215 aag arrr , tnn naa acc tqc 720 

Lys 

11 HI etc cgc „a tgc tac ;« gtj «- «, S aaa „t ggg .« cga 768 

92 

95 aaa gac cga aga gga ggg aga atg ttg aaa cac aag cgc cag aga gat 816 

96 Lys Asp Arg Arg Gly Gly Arg Met Leu Lys hib Lys Arg Gin Arg Asp 

97 260 _ J __ i . +- „„ a at-a aaa act 864 

99 

100 Asp w.xy UJ .jr s — - _ - 285 

101 2 75 zaK} _ „„„ ^ aaa aae 912 



ttc aag aga agt a^u ^ yy- — — * pro Ala Thr 

Phe Lys Arg Ser He Gin Gly His Asn a&p ^ a ■* 
as ?10 215 

8? aae cag tgc ace att gat aaa aac agg agg aag age tgc cag gee tgc 
88 As"n Gin Cys Thr lie Asp Lys Asn Arg Arg Lys Ser Cys Gin Ala Cys 

III etc cgc aaa tgc III gaa gtg gga atg atg aaa ggt ggg ata cga 
Arg Leu Arg Lys Cys Tyr Glu Val Gly Met Met Lys Gly Gly lie Arg 

aaa gac cga aga gga ggg aga atg ttg aaa cae aag ege cag aga gat 

Lys Asp Arg Arg Gly Gly Arg Met Leu Lys His Lys Arg Gin Arg Asp 

260 265 

. f^t- rrnt aaa aac atq aqa get 

■My'Su^Tly'^Tly «WJIy-».P - « g Ma 

^ 4-™ PM ,ar cca etc atg ate aaa cgc tct aag aag aac 

103 gcc aac ctt tgg cca age ccg etc ai-y <xu ^ 

104 Ala Asn Leu Trp Pro Ser Pro Leu Met He Lys Arg Ser Lys Lys Asn 

105 290 ^ D . . „ ___ t _ t „ tta 960 



iS 2 2 E 2 2 2 2 K 5 2 2 2 2 E 2 £ 

£ S E S £ 2 S 2 2 2 S 2 S £ 2 S 2 "° 8 

S 2 2 E E 2 2 2 E 2 2 2 2 2 E S 5 1056 

S S 2 2 E 2 S 2 S S 2 5 « 2 E 2 2 1104 



360 J " ~" 

„„ fra »cc etc cat gat cag gtc cac ctt eta gaa tgt gcc tgg eta 1152 
1% 2 Thr 2 £ Lp Gin ?al His L,» Leu Glu cys ,1a Trp Leu 

375 

127 gag To etg atg att ggt etc gtc tgg cgc tec atg gag cac cca ggg 1200 

128 Glu lie Leu Met lie Gly Leu Val Trp Arg Ser Met Glu His Pro Gly 

131 III eta etg ttt get III aac ttg etc ttg gac agg aac cag gga aaa 1248 

132 Lys Leu lei Phe Ala Pro Asn Leu Leu Leu Asp Arg Asn Gin Gly Lys 
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i 3 35 tgt gta gag ggc atg gtg gag ate ttc gac atg ctg ctg get aca tea 1296 
136 Cys Val Glu Gly Met Val Glu He Phe Asp Met Leu Leu Ala Thr Ser 

^9 tct egg ttc cgc atg atg aat ctg cag gga gag gag ttt gtg tgc etc 1344 
140 Ser Arg Hi Arg Hel Me? Asn Leu Gin Gly Glu Glu Phe Val Cys Leu 

£ z ~ S ~ 2 S S £ Z 2 S S S 2 S= = 
Hi K 2 2 2 2 K S 2 2 2 £ = 5 * 2 £ ^ 
S 2 S S 5 S 2 S 2 S 2 E 5 E 5 2 2 1188 

155 ctg cag eag eag cac cag egg ctg gec cag etc etc etc ate etc tec 1536 

156 III Gil Gin Gin His Gin Arg Leu Ala Gin Leu Leu Leu lie Leu Ser 

159 cac ate agg cae atg agt aac aaa ggc atg gag cat ctg tac age atg 1584 

160 Hxs 111 Arg His Me? Ser Asn Lys Gly Met Glu His Leu Tyr Ser Met 

Id-L J±J> . _ ^ nf^r r-+-rr aaa ata Cta 1632 



SJ 2 S 2 2 2 2 2 2 S 2 2 2 2 2 2 2 
i 2 K 2 2 2 2 S 2 £ 2 5 K 5 K 2 2 1680 

m aaa gag acg gac caa age cac ttg gec act gcg ggc tct act tea teg 1728 
i 7 72 Glu Til Thr Lp Gin Ser His Leu Ala Thr Ala Gly Ser Thr Ser Ser 

^75 eat tec ttg caa aag tat tac ate acg ggg gag gca gag ggt ttc cct 1776 

176 His Ser III Gin Lys Tyr Tyr He Thr Gly Glu Ala Glu Gly Phe Pro 

177 580 585 iy88 
17 9 gee aca gtc tga 

180 Ala Thr Val 

181 595 

184 <210> SEQ ID NO: 2 

185 <211> LENGTH: 595 

186 <212> TYPE: PRT 

187 <213> ORGANISM: Homo sapiens 

III 2l™Trlr In His T hr Lys *1, ser « ly Met Ma Leu Leu His 

5 ^ u 
III Gin lie Gin Gly Asn Glu Leu Glu Pro Leu Asn Arg Pro Gin Leu Lys 

lit lie Pro Leu Glu Arg Pro Leu Gly Glu Val Tyr Leu Asp Ser Ser Lys 

. Ill Pro Ala Val Tyr Asn Tyr Pro oil Gly Ala Ala Tyr Glu Phe Asn Ala 
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200 50 55 60 

202 Ala Ala Ala Ala Asn Ala Gin Val Tyr Gly Gin Thr Gly Leu Pro Tyr 

203 65 70 75 80 

205 Gly Pro Gly Ser Glu Ala Ala Ala Phe Gly Ser Asn Gly Leu Gly Gly 

206 85 90 95 

208 Phe Pro Pro Leu Asn Ser Val Ser Pro Ser Pro Leu Met Leu Leu His 

209 100 105 110 

211 Pro Pro Pro Gin Leu Ser Pro Phe Leu Gin Pro His Gly Gin Gin Val 

212 115 120 125 

214 Pro Tyr Tyr Leu Glu Asn Glu Pro Ser Gly Tyr Thr Val Arg Glu Ala 

215 130 135 140 

217 Gly Pro Pro Ala Phe Tyr Arg Pro Asn Ser Asp Asn Arg Arg Gin Gly 

218 145 150 155 160 

220 Gly Arg Glu Arg Leu Ala Ser Thr Asn Asp Lys Gly Ser Met Ala Met 

221 165 170 175 

223 Glu Ser Ala Lys Glu Thr Arg Tyr Cys Ala Val Cys Asn Asp Tyr Ala 

224 180 185 190 

226 Ser Gly Tyr His Tyr Gly Val Trp Ser Cys Glu Gly Cys Lys Ala Phe 

227 195 200 205 

229 Phe Lys Arg Ser He Gin Gly His Asn Asp Tyr Met Cys Pro Ala Thr 

230 210 215 220 

232 Asn Gin Cys Thr He Asp Lys Asn Arg Arg Lys Ser Cys Gin Ala Cys 

233 225 230 235 240 

235 Arg Leu Arg Lys Cys Tyr Glu Val Gly Met Met Lys Gly Gly He Arg 

236 245 250 255 

238 Lys Asp Arg Arg Gly Gly Arg Met Leu Lys His Lys Arg Gin Arg Asp 

239 260 265 270 

241 Asp Gly Glu Gly Arg Gly Glu Val Gly Ser Ala Gly Asp Met Arg Ala 

242 275 280 285 

244 Ala Asn Leu Trp Pro Ser Pro Leu Met He Lys Arg Ser Lys Lys Asn 

245 290 295 300 

247 Ser Leu Ala Leu Ser Leu Thr Ala Asp Gin Met Val Ser Ala Leu Leu 

248 305 310 315 320 
2 50 Asp Ala Glu Pro Pro He Leu Tyr Ser Glu Tyr Asp Pro Thr Arg Pro 
251 325 330 335 

253 Phe Ser Glu Ala Ser Met Met Gly Leu Leu Thr Asn Leu Ala Asp Arg 

254 340 345 350 

256 Glu Leu Val His Met He Asn Trp Ala Lys Arg Val Pro Gly Phe Val 

257 355 360 365 

259 Asp Leu Thr Leu His Asp Gin Val His Leu Leu Glu Cys Ala Trp Leu 

260 370 375 380 

262 Glu He Leu Met He Gly Leu Val Trp Arg Ser Met Glu His Pro Gly 

263 385 390 395 400 

265 Lys Leu Leu Phe Ala Pro Asn Leu Leu Leu Asp Arg Asn Gin Gly Lys 

266 405 410 415 

268 Cys Val Glu Gly Met Val Glu He Phe Asp Met Leu Leu Ala Thr Ser 

269 420 425 430 

271 Ser Arg Phe Arg Met Met Asn Leu Gin Gly Glu Glu Phe Val Cys Leu 

272 435 440 445 
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274 Lys Ser lie .1. Leu Lea *sn «r Gly «' 
Tfcr Z Lys «r Leu "J 0 1. Lys As P His 
Lys II. «r « Thr Leu He „is Leu Met 

281 , r1 Ara L eu Ala Gin 

283 Leu Gin Gin Gin Bis Gin Arg ^ 

lit HIS He «, Si «et Ser ». Lys ™ 

^9 Lys cys Lys Asn v.l va! Pro Leu Tyr As P 

290 530 . TQ11 wi<? Ala Pro Thr Ser 

292 Asp Ala His Arg Leu His Ala 

293 545 t Leu Ala Thr 

295 Glu Glu Thr Asp Gin Ser his ^ 

296 t nn tvs Tvr Tyr He Thr Gly 

298 His Ser Leu Gin Lys Tyr xy ^ 

299 580 

301 Ala Thr Val 

302 595 

305 <210> SEQ ID NO: 3 

306 <2H> LENGTH: 1983 

Z SiS «U«10U1 seduce-" 

310 <220> FEATURE: 

lit til "-OKMATION: Description of 
3 3 i 6 Homosapiens-Bacteriophage Pi 

318 <400> SEQUENCE : 3 ^ aat 

319 atg tec aat tta ctg acc gt , sn 

320 Met Ser Asn Leu Leu Thr vai ^ 

323 gai gca acg agt gat gag gtt cgc aag aac 

324 Asp Ala Thr Ser Asp Glu Val Arg y^ 

325 „™ 1-1-t tct gag cat acc tgg 

327 gat cgc cag gcg ttt tct g g ^ ^ ^ 

328 Asp Arg Gin Ala Pne sbj. ^ 

1 z 5 ri s s S S 5 5 a 

1 s E E £ S S - S S SS 

S og e „t =tg T ... .ct .« «j o.. 

340 Arg Gly Leu Ala Val Lys Thr ^ 

341 85 



Tyr Thr 
460 
He His 
475 

Ala Lys 



Leu Leu 
Glu His 



Leu Leu 
540 
Arg Gly 
555 

Ala Gly 
Glu Ala 



Phe Leu Ser 

Arg Val Leu 

Ala Gly Leu 
495 

Leu He Leu 
510 

Leu Tyr Ser 
525 

Leu Glu Met 



Gly Ala Ser 



Ser Thr Ser 
575 

Glu Gly Phe 
590 



Ser 

Asp 
480 
Thr 

Ser 

Met 

Leu 

Val 
560 
Ser 



Pro 



Artificial Sequence: Chimeric sequence' 



ttg cct 
Leu Pro 

ctg atg 
Leu Met 

aaa atg 
Lys Met 



aat aac 
Asn Asn 
60 

ctt eta 
Leu Leu 

75 
cat ttg 
His Leu 



gca tta ccg 
Ala Leu Pro 
15 

gac atg ttc 
Asp Met Phe 
30 

ctt ctg tec 
Leu Leu Ser 
45 

egg aaa tgg 
Arg Lys Trp 



gtc 4 8 
Val 

agg 96 
Arg 

gtt 144 
Val 

ttt 192 
Phe 



tat ctt cag 
Tyr Leu Gin 

ggc cag eta 
Gly Gin Leu 
95 



gcg 240 
Ala 
80 

aac 288 
Asn 
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